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Method validation parameters
Both MDL and MQL were determined in spiked samples (n = 3) of all matrices considered as the minimum detectable amount of analyte with a signal-to-noise ratio of 3 and 10, respectively. Precision was calculated from five repeated injections of a spiked sample at 10 ng mL -1 or ng g -1 , and was expressed as the relative standard deviation of the measured concentration. Calibration curves in both solvent and clean matrix extract were generated using linear regression analysis (R 2 > 0.98) in the concentration range from 0.1 to 100 ng mL -1 for water and plasma, or 0.1 to 50 ng g -1 for tissues. When matrix-matched calibration curves were applied to the quantification, matrix effects (percentage of signal reduction or enhancement when comparing the compound in the matrix vs the solvent) were considered negligible (see Table 1 ). 
